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EDUCATION

1998 - 2003 University of Cape Town, Cape Town, South Africa
Degree course: PhD in Molecular and Cell Biology
Thesis title: Development of candidate Human papillomavirus vaccines
| investigated deleted and mutated gene products of the HPV-16 major capsid protein gene
towards expressing candidate HPV vaccines in plants, with the final aim being the design and
analysis of novel chimaeric HPV vaccines.

1993 - 1997 Loughborough University, Loughborough, England
Degree Course: Medicinal and Pharmaceutical Chemistry (BSc, DIS)

WORK EXPERIENCE

07/16 — current Arizona State University, Tempe, USA

Professor (05/23 — current; 07/16 — 05/23 Associate professor) in the Biodesign Center of Fundamental and
Applied Microbiomics and the School of Life Sciences. | hold adjunct positions in the Biodesign Center for
Molecular Evolution and the Center of Evolution and Medicine. | teach both undergraduate and postgraduate
courses and run an active research group focused on virus evolution and virus discovery.

02/09 — 07/16 University of Canterbury, Christchurch, New Zealand

Senior lecturer above bar (Assoc. Prof equivalent in USA) in molecular biology / virology.

| taught virology, general molecular and microbiology to 1st, 2", 39 and 4" year students and ran an active
research program in DNA virus discovery and evolution.

07/03 — 09/08 University of Cape Town, Cape Town, South Africa

Lecturer for the Masters program in Structural Biology at the University of Cape Town. Funded (5 years) by the
Carnegie Corporation of New York, this was the first structural biology initiative in Africa. | lectured on basic
molecular biology, protein expression and purification, virus structure, aspects of structural bioinformatics,
molecular visualisation and cryo-electron microscopy. In addition to this | provided molecular biology support for
most of the projects undertaken by the students as part of their MSc projects.

1995-1996  Astra Charnwood (Astra Zeneca Pharmaceuticals), Loughborough, England

| worked as a pre-formulation research scientist in the pharmaceutical sciences department. My work mainly
involved taste masking of a research compound using various ion-exchange resins and alternative salt forms. All
analysis was done using HPLC, UV spectrophotometry and IR spectrophotometry in compliance with company
GLP and SOPs. In addition to this, | did a fair amount of thermal degradation work using TGA, DSC, and hot
stage microscopy.

ADJUNT PROFESSIONAL APPOINTMENTS

2022 - current: Affiliate faculty member, Simon A. Levin Mathematical, Computational and Modeling Sciences
Center, Arizona State University, USA

2022 - current: Core Faculty member, Center of Evolution and Medicine, Arizona State University, USA
2017 - 2022:  Affiliate faculty member, Center of Evolution and Medicine, Arizona State University, USA

2009 - current: Honorary research associate, Structural Biology Research Unit, University of Cape Town,
Cape Town, South Africa

2014 - 2017: Courtesy research professor, Department of Plant Pathology and the Emerging Pathogens
Institute, University of Florida, Gainesville, USA



2016 - 2019: Adjunct Associate professor, School of Biological Sciences, University of Canterbury,
Christchurch, New Zealand

AWARDS AND PRIZES (ACADEMIC)

2023-2024: Zebulon Pearce Distinguished Teaching Award in Natural Sciences, The College of Liberal Arts
and Sciences. Arizona State University, USA

2023-2024: Outstanding Postdoctoral Mentor award, Graduate college. Arizona State University, USA
2008: Patent incentive award from the South African Department of Science and Technology, South Africa

2007: Patent incentive award from the South African Department of Science and Technology, South Africa

RESEARCH

| work across ecosystems, from plants to animals, and from the tropics to the Antarctic with a strong focus on
viral evolution and dynamics, and viral metagenomics. My research uses a combination of traditional virology,
microscopy (including transmission electron microscopy), molecular and cellular biology techniques in
conjunction with modern techniques including high throughput sequencing, synthetic biology and bioinformatics.
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